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TACTCAATGGCTGGTTTATGCATATCGCAATACATGCGAAAAACCTAAAAGAGCTTGCCG
--------- g S &
ATGAGTTACCGACCAAATACGTATAGCGTTATGTACGCTTTTTGGATTTTCTCGAACGGC
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ATAAAAAAGGCCAATTTATTGCTATTTACCGCGGCTTTTTATTGAGCTTGAAAGATAAAT
--------- g S &

TATTTTTTCCGGTTAAATAACGATAAATGGCGCCGAAAAATAACTCGAACTTTCTATTTA

AAAATAGATAGGTTTTATTTGAAGCTAAATCTTCTTTATCGTAAAAAATGCCCTCTTGGG
--------- ey Ly g Sy SIS
TTTTATCTATCCAAAATAAACTTCGATTTAGAAGAAATAGCATTTTTTACGGGAGAACCC

TTATCAAGAGGGTCATTATATTTCGCGGAATAACATCATTTGGTGACGAAATAACTAAGC
--------- g S &
AATAGTTCTCCCAGTAATATAAAGCGCCTTATTGTAGTAAACCACTGCTTTATTGATTCG
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ACTTGTCTCCTGTTTACTCCCCTGAGCTTGAGGGGTTAACATGAAGGTCATCGATAGCAG
————————— S S

TGAACAGAGGACAAATGAGGGGACTCGAACTCCCCAATTGTACTTCCAGTAGCTATCGTC

GATAATAATACAGTAAAACGCTAAACCAATAATCCAAATCCAGCCATCCCAAATTGGTAG
--------- ey S &

CTATTATTATGTCATTTTGCGATTTGGTTATTAGGTTTAGGTCGGTAGGGTTTAACCATC
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TGAATGATTATAAATAACAGTAAACAGTAATGGGCCAATAACACCGGTTGCATTGGTAAG
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ACTTACTAATATTTATTGTCATTTGTCATTACCCGGTTATTGTGGCCAACGTAACCATTC
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GCTCACCAATAATCCCTGTAAAGCACCTTGCTCATGACTCTTTGTTTGGATAGACATCAC
--------- ey S &

CGAGTGGTTATTAGGGACATTTCGTGGAACGAGTACTGAGAAACAAACCTATCTGTAGTG
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TCCCTGTAATGCAGGTAAAGCGATCCCACCACCAGCCAATAAAATTAAAACAGGGAAATC
--------- ey S &

AGGGACATTACGTCCATTTCGCTAGGGTGGTGGTCGGTTATTTTAATTTTGTCCCTTTAG

TAACCAACCTTCAGATATAAACGCTAAAAAGGCAAATGCACTACTATCTGCAATAAATTC
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GAATACTGAGTGTAAAAGACCAAGACCCGCTAATGAAAAGCCAACCATCATGCTATTCCA
--------- ey S &

CTTATGACTCACATTTTCTGGTTCTGGGCGATTACTTTTCGGTTGGTAGTACGATAAGGT
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ACGGAACCAAAACATAACCACAAGGAAAGTGACAATATTTAGCAACGCAGCGATAAAAAA
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TGCCTTGGTTTTGTATTGGTGTTCCTTTCACTGTTATAAATCGTTGCGTCGCTATTTTTT

GGGACTATGCGGTGAAATCTCTCCTGCAAAACCACCAATAATAGGCCCCGCTATTAAACC
————————— e S
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GCCTAAATACAGCATCCAAAGCGCACTTGAAAAAGCCAGCAATAAGTAATCCAGCGATGC
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CGGATTTATGTCGTAGGTTTCGCGTGAACTTTTTCGGTCGTTATTCATTAGGTCGCTACG
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GCCTATTAATGACAACAACAGCACTGGGCGCCGACCAAATCGGTCAGACATTTTTCCAAG
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CGGATAATTACTGTTGTTGTCGTGACCCGCGGCTGGTTTAGCCAGTCTGTAAAAAGGTTC
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GCCCTTCGATCTCATTCATCAAGCGGTCAATTATCAAACGCGTTGCAACAACGGTAACGA
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GGAGGCTAGCAACAGTCTTCATTCAACCGGCGTCACAATAGTGAGTACCAATACCGTCGT
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GACGTATTAAGAGAATGACAGTACGGTAGGCATTCTACGAAAAGACACTGACCACTCATG

TCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCA
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AGTTGGTTCAGTAAGACTCTTATCACATACGCCGCTGGCTCAACGAGAACGGGCCGCAGT
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CACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGT
————————— S S

TGTGCCCTATTATGGCGCGGTGTATCGTCTTGAAATTTTCACGAGTAGTAACCTTTTGCA

TCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCC
--------- ey S &

AGAAGCCCCGCTTTTGAGAGTTCCTAGAATGGCGACAACTCTAGGTCAAGCTACATTGGG

TGAGCACGTGGGTTGACTAGAAGTCGTAGAAAATGAAAGTGGTCGCAAAGACCCACTCGT

AAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATA
————————— L S

TTTTGTCCTTCCGTTTTACGGCGTTTTTTCCCTTATTCCCGCTGTGCCTTTACAACTTAT
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GAGTATGAGAAGGAAAAAGTTATAATAACTTCGTAAATAGTCCCAATAACAGAGTACTCG

GGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCC
--------- g S &

CCTATGTATAAACTTACATAAATCTTTTTATTTGTTTATCCCCAAGGCGCGTGTAAAGGG
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CGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAAT
--------- g S &

GCTTTTCACGGTGGACTGCAGATTCTTTGGTAATAATAGTACTGTAATTGGATATTTTTA
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Enzymes that do cut and were not excluded:

Aatll1 Accl
BamHl1 Banll
BsaXl Bsbl
BssHI 1 BssSl
Drdl Drdll
Fspl HgiElI
Ndel Nhel
PinAl PmlI
Sall Scal
Tatl UbaDlI

ATLIII
Bcll
Bsgl

Bst11071
Dsal
Hindl 11
Notl
PpuMl
SexAl
Vspl

Enzymes that do not cut:

ATl Apal
BspEl BspLU11l
Rsrill SanDlI
Sse86471 Sstl

Enzymes excluded;

Acelll Acil
Banl Bbsl
Bfal Bfil
BsiEl BsiHKAI
BsrDI BsrFl
CviJl CviRI
Eco571 Eco0109l1
Haell Haelll
Maelll Mboll
Mwoll Narl
Psp14061 Rcal
Siml Styl
Thal Tsel

Ascl
BsrGl
Sapl
Stul

MinCuts:

Alul
Bbvl
Bgll
Bsl1
BstYl
Ddel
EcoRl11
Hgal
Mmel
Ncil
Rsal
Tail
Tsp45l1

Ahdl
Bglll
Bsml
BstEIlI
Eagl
Hpal
Nrul
PshAl
SgrAl
Xbal

Avrll
Fsel
STil
Sunl

AlwNI
Bpml
BsmBI
BstXl
Earl
Kpnl
Nsil
Pstl
Smal
Xhol

Bmgl
Mscl
Sgfl
Swal

1 MaxCuts: 3

Alwl
Bccl
BsaAl
BsmF1
Cacs8l
Dpnl
Faul
Hhal
Mnll
NgoAlV
Sau9el
Taql
Tsp4Cl

Alw261
Bce83l1
BsaHlI
Bsp241
Cjel
Dral
Fnu4H1
Hin4l
Msel
Nlalll
Sau3Al
Taqll
Tsp5091

ApalLl Aval

BpulOl Bsal
BspGl BspMI

Bsu361 Clal
EcoNlI EcoRl1
MIul Munl
NspV PF111081
Pvul RlieAl

SnaBlI Sphl
Xmnl

Bpll Bpul1021

Pacl Pmel
Spel Srfil
Tthl11l Xeml
ApaBI Apol
Bcefl Bcgl
BsaJl Bsawl
Bsp241 Bspl2861
Cjel CjePl
Eael Ecil
Fokl Gdill
Hincll HinFl
Msll Mspl
NlalVv Nspl
ScrFl SfaNlI
Taqll Taul

TspR1 Tthillll

Bael
BsaBlI
BsrBl

Dralll
EcoRV

Ncol
PFIMI
Sacll

Sspl

BseRlI
Pvull
Sse83871

Avall
Bcgl
BscGl
Bsrl
CjePl
Eco47111
Hael
Hphl
MspAll
Plel
Sfcl
Tfil



