(Linear) (Circular) MAPSORT of: Peawll6.Seq check: 4303

>>>>pJS39

Mismatch: 0O MinCuts = 1 MaxCuts: 3
With 191 enzymes: *

January 26, 1994 13:46
Aatll G_ACGT"C

Cuts at: 5780 5780
Size: 5850

Accl GT"mk_AC

Cuts at: 953 3238 953
Size: 2285 3565

AFIII1 A"CryG_T

Cuts at: 1003 1178 1003
Size: 175 5675

Agel ATCCGG_T

Cuts at: 523 523
Size: 5850

Alw441 G TGCA_C

Cuts at: 4279 5525 4279
Size: 1246 4604

AlwNl CAG_nnn*"CTG

Cuts at: 4381 4381
Size: 5850

Aval C"yCGr_G

Cuts at: 69 2641 2760 69
Size: 2572 119 3159

Fragments arranged by size:
3159 2572 119
Bael ACnhnnnGTAyC

Cuts at: 987 987
Size: 5850

BamHl G"GATC_C

Cuts at: 2959 2959

from:

1 to: 5850



Size: 5850
Banll G_rGCy"C

Cuts at: 3060 3074 3060
Size: 14 5836

Bcll T GATC_A

Cuts at: 2172 2216 2485 2172
Size: 44 269 5537

Fragments arranged by size:

5537 269 44
Bglll A"GATC T
Cuts at: 86 86
Size: 5850

Bpml CTGGAGnnnnnnnnnnnnnn_nn*

Cuts at: 3418 3972 4928 3418
Size: 554 956 4340

Fragments arranged by size:
4340 956 554
BpulOl CC*TnA_GC

Cuts at: 382 1191 1803 382
Size: 809 612 4429

Fragments arranged by size:
4429 809 612
Bsal GGTCTCn"nnnn_

Cuts at: 4919 4919
Size: 5850

BsaBl GATnn"nnATC

Cuts at: 593 593
Size: 5850

Bsgl GTGCAGnnnnnnnnnnnnnn_nn

Cuts at: 2204 2204
Size: 5850

Bsil C"TCGT_G



Cuts at: 4138 5522 5829 4138
Size: 1384 307 4159

Fragments arranged by size:
4159 1384 307
Bsml GAATG_Cn*

Cuts at: 2031 2707 3945 2031
Size: 676 1238 3936

Fragments arranged by size:
3936 1238 676
BspGl CTGGAC

Cuts at: 3645 3722 3645
Size: 77 5773

BspMl ACCTGCnnnn®nnnn_

Cuts at: 602 1406 3640 602
Size: 804 2234 2812

Fragments arranged by size:
2812 2234 804
BsrBl GAG"CGG

Cuts at: 5699 5699
Size: 5850

BssHIl G"CGCG_C

Cuts at: 2601 2705 2601
Size: 104 5746

Bst11071 GTA"TAC

Cuts at: 954 954
Size: 5850

BStEIl G"GTnAC_C

Cuts at: 2302 2680 2302
Size: 378 5472

BstX1l CCAn_nnnn*"nTGG

Cuts at: 2377 2377
Size: 5850

Bsu361 CC"TnA_GG



Cuts at: 2825 2825
Size: 5850

Clal ATTCG_AT

Cuts at: 54 411 54
Size: 357 5493

Dralll CAC_nnn®GTG

Cuts at: 2819 2819
Size: 5850

Drdl GACnn_nn*"nnGTC

Cuts at: 4073 4073
Size: 5850

Drdl1 GAACCA

Cuts at: 1026 1170 2495 1026
Size: 144 1325 4381

Fragments arranged by size:

4381 1325 144
Dsal C"CryG_G
Cuts at: 209 1509 3113 209
Size: 1300 1604 2946

Fragments arranged by size:
2946 1604 1300
Eagl C"GGCC_G

Cuts at: 75 3525 75
Size: 3450 2400

Eam11051 GACnn_n"nnGTC

Cuts at: 4858 4858
Size: 5850

Earl CTCTTCn"nnn_

Cuts at: 2696 5653 2696
Size: 2957 2893

EcoNl CCTnn"n_nnAGG

Cuts at: 1850 3212 1850
Size: 1362 4488



EcoRl G AATT_C

Cuts at: 1 959 1
Size: 958 4892

EcoRV GAT"ATC

Cuts at: 1446 1446
Size: 5850

Esp3l CGTCTCn"nnnn_

Cuts at: 976 976
Size: 5850

Fspl TGC*GCA

Cuts at: 3944 5080 3944
Size: 1136 4714

HgiEll ACCnnnnnnGGT

Cuts at: 4551 4551
Size: 5850

Hindl 1l A®AGCT_T

Cuts at: 59 59
Size: 5850

Hpal GTT"AAC

Cuts at: 397 2321 397
Size: 1924 3926

Kpnl G_GTAC™C

Cuts at: 69 69
Size: 5850

MIul A"CGCG_T

Cuts at: 1178 1178
Size: 5850

Munl CTAATT_G

Cuts at: 895 895
Size: 5850

Ncol C"CATG_G

Cuts at: 1509 1509
Size: 5850



Ndel CA"TA_TG

Cuts at: 2221 2221
Size: 5850

Nhel G"CTAG_C

Cuts at: 80 80
Size: 5850

Notl GC"GGCC_GC

Cuts at: 75 75
Size: 5850

Nrul TCG"CGA

Cuts at: 1922 3560 1922
Size: 1638 4212

Nsil A_TGCA"T

Cuts at: 142 2031 142
Size: 1889 3961

NspV TT"CG_AA

Cuts at: 5 2922 5
Size: 2917 2933

PF111081 TCGTAG

Cuts at: 3344 4876 3344
Size: 1532 4318

PFIMI CCAn_nnn"nTGG

Cuts at: 751 3907 3956 751
Size: 3156 49 2645

Fragments arranged by size:
3156 2645 49
Pmll CAC"GTG

Cuts at: 1004 1004
Size: 5850

PshAl GACnn"nnGTC

Cuts at: 3302 3302
Size: 5850

Psp511 rG"GwC_Cy



Cuts at: 2584 2584
Size: 5850

Pstl C_TGCA"G

Cuts at: 5103 5103
Size: 5850

Pvul CG_AT"CG

Cuts at: 2913 5228 2913
Size: 2315 3535

RleAl CCCACAnnnnnnnnn_nnn*

Cuts at: 884 2039 884
Size: 1155 4695

Sacll CC_GC"GG

Cuts at: 212 212
Size: 5850

Sall G*"TCGA_C

Cuts at: 3237 3237
Size: 5850

Scal AGT"ACT

Cuts at: 727 5338 727
Size: 4611 1239

SexAl ATCCwGG_T

Cuts at: 2665 2665
Size: 5850

SgrAl Cr"CCGG_yG

Cuts at: 2994 2994
Size: 5850

Smal CCC"GGG

Cuts at: 71 71
Size: 5850

SnaBl TAC"GTA

Cuts at: 1879 1879
Size: 5850

Sphl G_CATG"C



Cuts at: 3151 3151
Size: 5850

Sspl AATTATT

Cuts at: 1056 2466 5662 1056
Size: 1410 3196 1244

Fragments arranged by size:
3196 1410 1244
Vspl AT TA_AT

Cuts at: 1326 1636 5030 1326
Size: 310 3394 2146

Fragments arranged by size:

3394 2146 310
Xbal T=CTAG_A
Cuts at: 22 1645 2939 22
Size: 1623 1294 2933

Fragments arranged by size:
2933 1623 1294
Xhol C*TCGA_G

Cuts at: 2760 2760
Size: 5850

Xmnl GAANNn"nnTTC
Cuts at: 1172 5457 1172
Size: 4285 1565

Enzymes that do cut:

Aatll Accl Acil AFLIII
Alwa4l AlwNI ApaBl Apol
Banl Banl 1 Bbsl Bbvl
Bcgl Becll Bfal Bgll
BsaAl BsaBlI BsaHl BsaJl
BsiEl Bsll Bsml BsmAl
BspMI Bsrli BsrBl BsrDI
BstXI BstYl Bsu361 Cacsl
Dpnl Dral Dralll Drdl
Eam11051 Earl Ecil Eco47l11
EcoRl11 EcoRV Esp3l Faul
Hael l Haelll Hogal HgiElI

Hpal Hphl Ital Kpnl

Agel
Aval
Bccl
Bglll
BsaWl
BsmF1
BsrFl
Clal
Drdll
Eco571
Fokl
Hhal
Mael l

Alul
Avall
Bce83l1
Bpml
BscGl
Bsp241
BssHI 1
CviJl
Dsal
EcoNlI
Fspl
Hincll
Maelll

Alwl
Bael
Bcefl
BpulOl
Bsgl
Bsp12861
Bst11071
CviRI
Eael
Eco01091
Gdill
Hindl 11
Mboll

Alw211
BamH|1
Bcgl
Bsal
Bsil
BspGl
BstEl I
Ddel
Eagl
EcoRlI
Hael
Hinfl
MIul



Mmel
Narl
Notl
Pmll
Rsal
SfaNl
Taql
Vspl

Mnl1
Ncil
Nrul
PshAl
Sacll
Sfcl
Taqll
Xbal

Msel
Ncol
Nsil
Psp511
Sall
SgrAl
Taqll
Xhol

Enzymes that do not cut:

AFI11
BsrGl
Sapl
Swal

Apal
Fsel
STil
Tthl11l

Ascl
Mscl
Sgfl
Xcml

MslI
Ndel
Nspl
Psp14061
Sau9el
Smal
Tfil
Xmnl

Avrll
Pacl
Spel

Mspl
NgoAlV
NspV
Pstl
Sau3Al
SnaBlI
Thal

Bpul1021
Pmel
Srfl

Enzymes excluded; MinCuts: 1 MaxCuts: 3

Acil
Bbsl
Bgll
BsmAl
Cacsl
Eco47111
Hael l
Mael |
MspAll
Plel
Sfcl
Tsp5091

Alul
Bbvl
BsaAl
BsmF1
CviJl
Eco571
Hael Il
Mael Il
Mwoll
Psp14061
Styl
Tth111l11

Alwl
Bccl
BsaHl
Bsp241
CviRlI
Eco0109l1
Hgal
Mbol |
Narl
Rcal
Taqgl

Alw211
Bce83l1
BsaJl
Bsp12861
Ddel
EcoRl11
Hhal
Mmel
Ncil
Rsal
Taqll

ApaBI
Bcefl
BsaWl
Bsrl
Dpnl
Faul
Hincll
Mnll
NgoAlV
Sau9gel
Taqll

MspAll
Nhel
PF111081
Pwvul
Scal
Sphl
Tsp451

BseRlI
Pvull
Sse83871

Apol
Bcgl
BscGl
BsrDI
Dral
Fokl
Hinfl
Msel
Nlalll
Sau3Al
TFil

Munl
Nlalll
PFIMI
Rcal
ScrFl
Sspl
Tsp5091

BspEl
Rsril
Stul

Avall
Bcgl
BsiEl
BsrFl
Eael
Gdill
Hphl
Msl I
NlalV
ScrFl
Thal

Mwol
NlalVv
Plel
RleAl
SexAl
Styl
Tthl11lnl

BspLU11l
Sacl
Sunl

Banl
Bfal
Bsll
BstYl
Ecil
Hael
I1tal
Mspl
Nspl
SfaNl
Tsp45l1



